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General Housekeeping

/Any slide with this icon contains the overview and A

expected outputs for the included tasks. All
outputs listed on these slides should be uploaded
\to the course GitHub repository for review.

)

Any slide with this icon indicates that it is time to A
complete a hands-on activity. Carefully follow the

iInstructions provided, complete the required task,
and verify your results.

)




Lab Timeline

We are here

Activity 1 Activity 2 Activity 3 Activity 4

- Modeling & :
Data Cleaning & Data J Evaluation
Visuals Exploration Forecasting

Activity 5 Refinement



I}IE[ Task Overviews

Task Description

Task 1: GitHub Upload your output files to your GitHub fork. We cover two ways to
Commits do this: through VS Code and through the GitHub web portal.

Task 2: Submita | Open a pull request to merge the changes from your fork into the
pull request main class repository.




I},ﬂ Goal Output

After completing this activity, you should have an updated GitHub fork
with your results committed, and a pull request that merges those
changes into the main class repository.

Activity Output Description

Your output files committed and uploaded to your

Updated GitHub fork GitHub fork.

A request to merge the changes in your fork into the

Pull request . .
main class repository.




Task 1: GitHub Commits (Uploading
Results)



EXPLORER 01_cleaning.R U X
-~ SISMID-2026 Lab-Materials
- Lab-Materials', Day 1 - Lab Material...
- Hints and Answers
R-Script
VS-CODE
~ START HERE

~ output
data

After completing Activity 1, you
should now see an output folder,
e o I along with various figures and data

output - ey files. We are going to walk through
e how to “push” or upload them to the

figures

<- file.path(base_dir, "output”, "data", "@1_cleaning”)
output_fig dir <- file.path(base_dir, "output”, "figures", "81 _cleaning")

output_csv  <- file.path(output data_dir, "cleaned_flu_admissions.csv") C O u rS e G it H u b re po S ito ry a n d yo u r

output_fig <- file.path(output_fig dir, "epicurve_us_flu_admissions.png")

copy (fork). We will cover two ways
reate output directories if they do not exist
ir.create(output_data dir, r‘ecur‘sive TRUE, showWarnings FALSE) Of pushing to GitHUb.

ir.create(output_fig dir, recursive = TRUE, showWarnings FALSE)

: RInteractive —

> # Step 8 (cont.): Confirm output files exist
... [TRUNCATED]

> if (!file.exists(output_fig)) {
+ stop("Validation failed: epicurve figure was not created at ", output fig, call. = FALSE)
+]

> message("Cleaning complete. ", nrow(cleaned), " rows written to ", output_csv)
Cleaning complete. 387 rows written to Lab-Materials/Day 1 - Lab Materials/Activity 1/START HERE/output/data/@l_cleaning/cleaned_flu admissions.csv

> message("Epicurve saved to ", output_fig)

Epicurve saved to Lab-Materials/Day 1 - Lab Materials/Activity 1/START HERE/output/figures/@1_cleaning/epicurve_us_flu_admissions.png
TIMELINE > |:|

OUTLINE




Commit via VS Code



EXPLORER

5ISMID-2026

Lab-Materials', Day 1 - Lab Material...

Hints and Answers
R-Script
5-CODE
STA i RE
data
~ output
data
figures
scripts
agents.md
rules.md
£ 01_cleaning.pptx
pushing_to_github.pptx
output
README.md

OUTLINE
TIMELINE

01_cleaning.R U X

The first thing we need to do is open
the Source Control menu. This is the
menu that allows us to version-
control our changes and upload the

output_fig dir <- file.path(®
output_csv  <- file.path{output_

et changes to our forked repository in
e e 1o GitHub (copy of the course
dir.create(output_fig dir, recur H
repository). To open the control
menu, press: CTRL + SHIFT + G or

click the icon on the left side of the

TERMI

screen.

> # Step 8 (cont.): Confirm output files exist
... [TRUNCATED]

> if (!file.exists(output_fig)) {
+ stop("Validation failed: epicurve figure was not created at ", output fig, call. = FALSE)

+}

> message("Cleaning complete. ", nrow(cleaned), " rows written to ", output_csv)
Cleaning complete. 387 rows written to Lab-Materials/Day 1 - Lab Materials/Activity 1/START HERE/output/data/@l_cleaning/cleaned_flu admissions.

> message("Epicurve saved to ", output_fig)
Epicurve saved to Lab-Materials/Day 1 - Lab Materials/Activity 1/START HERE/output/figures/@1_cleaning/epicurve_us_flu_admissions.png
> 0]

: RInteractive —




SOURCE CONTROL

-~ CHANGES

" Commit

~ Changes ]

¥ agents.md Lab-Materials\Day 1

B cleaned flu_admissions.csv Lab-Ma...
S epicurve_us_flu_admissions.png La...

@® 01_cleaning.R. Lab-Materials\Day 1

-~ GRAPH fraute @ 3%
O Update-PPT-Name ble
® Answers-Activity-1 bleicham
® Activity-1 bleicham

® Next-Push bleicham

. D6

® 01_cleaning.R U X

u

. U

N <- file.path(base_dir, "output”, x
output_fig dir <- file.path(base dir, "output”, "figures”, "81_cled
output_csv  <- file.path(output data dir, "cleaned_flu_admissions.csv"
output_fig <- file.path(output_fig dir, "epicurve_us_flu_admissions.png”)

utput directories if they do not exist
create(output_data_dir, recursive = TRUE, showWarnings

create(output_fig dir, recursive = TRUE, showWarnings

® Delete Lab-Materials/Day 3 - Lab Materi...
® Delete Lab-Materials/Day 2 - Lab Materi...
® Update README for improved clarity an...
® Revise README for SISMID 2026 worksh...

® Add initial README.md bleicham

® Next-Update bleicham

@, Next-Update bleicham
® Delete Activity 1/R-Script directory bl...
® Activity-1-Push bleicham

® Delete Lab-Materials/rules.md bleicham

® Delete Lab-Materials/data directory bl...

® Delete Lab-Materials/Lab_Results/01_...
® | Update-Day-1 bleicham
'Y 01_cleaning bleicha
® Add files via upload bleicham
® Delete Lab-Materials/students/Amanda...

> # Step 8 (cont.): Confirm output files exist
-... [TRUNCATED]

> if (!file.exists(output fig)) {

+ stop("Validation failed: epicurve figure was not created at ", output fig, call. = FALSE)

+}

> message("Cleaning complete. ", nrow(cleaned), " rows written to ", output_csv)

Step 2: Staging the Files

Staging files is how we tell Git which

changes (files) to include in our next

commit or upload. For this exercise,

we will upload all files. In VS Code,
this is achieved by clicking the +
next to the ‘Changes’ drop down

(Hint: Hover your cursor to see the
options).

Cleaning complete. 387 rows written to Lab-Materials/Day 1 - Lab Materials/Activity 1/START HERE/output/data/@1_cleaning/cleaned flu admissions.csw

> message("Epicurve saved to ", output_fig)

Epicurve saved to Lab-Materials/Day 1 - Lab Materials/Activity 1/5TART HERE/output/figures/@1 cleaning/epicurve us flu_admissions.png

>

b_] R Interactive -




SOURCE CONTROL

Staged Changes

agents.md Lab-Materials\Da

B cleaned_flu_admissions.csv Lab-Ma... A
& epicurve_us_flu_admissions.png La.. A

01_cleaning.R Lab-Material<\Da

GRAPH  [Pauto €
O Update-PPT-Name b

® Update README for improved clarity an...
® Revise README for SISMID 2026 worksh...
® Add initial READMEmd bleicham
® Next-Update bleicham
®, Next-Update bleicham
® Delete Activity 1/R-Script directory bl...
® Activity-1-Push bleicham
® Delete Lab-Materials/rules.md bleicham
® Delete Lab-Materials/data directory bl...
® Delete Lab-Materials/Lab_Results/01_...
® | Update-Day-1 bleicham
% 01_cleaning bleicham
® Add files via upload bleicham

i ® Delete Lab-Materials/students/Amanda...

e e
che Ma - = Ve U

@
® Answers-Activity-1 bleicham
® Activity-1 bleicham
® Next-Push bleicham
® Delete Lab-Materials/Day 3 - Lab Materi...
® Delete Lab-Materials/Day 2 - Lab Materi...

071_cleaning.R A X

output_fig dir <- file.path(base dir, "output”, "figures™, "81_ CTRNg]
output_csv  <- file.path(output data_dir, "cleaned flu_admissions.csv
output_fig <- file.path{output_fig dir, "epicurve_us_flu_admissions.png™)

# Create output directories if they do not exist

dir.create(output_data_dir, recursive = TRUE, showWarnings
dir.create(output_fig dir, recursive = TRUE, showWarnings

FALSE)
FALSE)

> # Step 8 (cont.): Confirm output files exist
... [TRUNCATED]

> if (!file.exists{output fig)) {
+ stop("Validation failed: epicurve figure was not created at ", output fig, call. = FALSE)

+}

> messapge("Cleaning complete. ™, nrow(cleaned), " rows written to ", output_csv)
Cleaning complete. 387 rows written to Lab-Materials/Day 1 - Lab Materials/Activity 1/START HERE/output/data/@l ¢

> message("Epicurve saved to ", output fig)

Step 3: Commit (Upload) to GitHub

After completing Step 2, you should now see
that all of your changed files appear under
the ‘Staged Changes’ drop down, rather than
the ‘Changes’ drop down. Now, to start the
process of moving these files to your GitHub
repository (fork), we first need to provide a
Commit message. This is a note or brief
phrase indicating the change that s
occurring with this upload. For our activity,
we will type:

activity 1 upload

Finally, click Commit to begin the upload
process.

Epicurve saved to Lab-Materials/Day 1 - Lab Materials/Activity 1/START HERE/output/figures/@1_cleaning/epicurve us_flu_admissions.png

> []




SOURCE CONTROL

CHANGES

GRAPH
) Outgoing Changes main
O activity_1_upload bleicham
® Add hello world bleicham

® Delete Lab-Materials/students/Amanda/scripts directory bleicham

®, Merge pull request #1 from bleicham-tester/main bleicham

@ test bleicham

® Amanda_test_file bleicham
[ creating-structure-SISMID bleicham
@ |nitial commit bleicham

(O maind

gam_flusight_forecast.R 2 X

jurisdiction <- "SC"

out_dir <

train_wir

horizons

season_st

gam_k <-

glm_degre

flu_targe

Qua

quantile_

EMS &

> message(sprint
Scored target we

> print(monthly .

2 2925-12-81
3 2026-01-61
4 2026-02-01
5 2026-83-61
6 2026-84-01
7 2026-85-61
>[I

Step 4: Sync Changes

Syncing keeps your local work and the
remote repository (GitHub) in agreement.
When you click Sync Changes, VS Code

does two things in one step: it pushes your
committed changes up to the remote and
pulls down any new changes made directly
in GitHub. You'll find it at the bottom status
bar or in the Source Control panel, often
showing arrows with numbers, ¥ for commits

#l waiting to come down, * for commits waiting

to go up. Committing saves your work
locally; syncing is what shares it and brings
you up to date.

To sync your new changes, click Sync
Changes.




— =
2 Erars e v L=

m LT = - e S 2 1L

horizons <- 8:4

I
Feo ol el R

# Firct +tro - e AT Ol
11 > L Hpy-EayEE N RRELE LN

season_start <- as.Date("2825-87-81")

| This acticn will pull and push commits from and te "crigin/main”,

-

0K, Don't Show Again Cancel

Step 5: Confirming Upload to the Main Branch

The main branch is your repository's official, up-to-date version of your project. It's what people |
see by default and what other branches typically merge back into once their changes are ready.
Think of it as the trunk: experimental work happens on separate branches, but main holds the
version you consider stable and current.

Click OK.

Note: You may be prompted to sign into GitHub after this step.




= o bleicham-tester / % SISMID-2026 ~

<> Code 1% Pullrequests () Actions [ Projects [0 wiki ) Security and quality [~ Insights 3 Settings

SISMID-2026  Public 5P Pin | ®Watch 0 ~

¥ main - ¥ 1Branch © 0Tags

This branch is 1 commit ahead of and 1 commit behind bleicham/SISMID-2026:main . i1 Contribute ~ 3 Syncfork ~

1345e0c - 2 minutes ago &) 27 Commits

bleicham activity_1_upload

USE-ME/Bleichrodt_Amanda activity_1_upload 2 minutes ago

L] README.md Update KEARNF for improved clanty and structure 3 hours ago

README Z

SISMID 2026: A Human-Al TeamingN\\pproach to
Infectious Disease Modeling

Q Go to file T Add file ~ <> Code ~

Q Type [7]to search

5 .

About o)

No description, website, or topics
provided.

[0 Readme

Activity

0 stars

0 watching

£ QO 3 ¢

0 forks

Releases

Mo releases published
Create a new release
Packages

No packages published
Publish your first package

I

Step 6: Back to our Fork

Now, let’s double-check everything worked. First, navigate back to your forked repo and refresh
the page. You should now see the newly committed (uploaded) folder within the USE-ME
directory. As we continue through the lab, we will add more output to this folder.




Commit via GitHub

*Does not require Git download



= O bleicham-tester | % SISMID-2026 ~ Q Type [7]to search a8 - +~- O 1 B &8

<> Code i1 Pull requests ® actions B Projects 0 wiki o Security and quality [~ Insights © Settings

SISMID-2026  Public 57 Pin | ®Watch 0 ~ % Fork 0 - ¥ Star 0 -

forked from bleicham/SISMID-2026

¥ main - ¥ 1Branch © 0Tags Q, Go to file T Add file ~ <> Code ~ About b

No description, website, or topics

This branch is 2 commits ahead of and 1 commit behind bleicham/SISMID-2826:main . il Contribute ~ 3 Syncfork ~ provided.
0 Readme
bleicham-tester Delete USE-ME/Bleichrodt_Amanda directory 724290 - now  ¥L) 37 Commits Ar Activity
vr 0 stars
Lab Materials/Day 1 - Lab Materials/Activity 1 lab-materials 14 hours ago
& 0 watching
[ README.md Update README for improved clarity and structure 19 hours ago ¥ 0forks
README 7 = Releases

Step 1: Navigate to your GitHub
SISMID 2026: A Human-Al Teaming Approach to Fork
Infectious Disease Modeling

Building an Influenza Forecasting Pipeline - July 22 through July 24, 2026 We can a lSO u p loa d orcomm |t our
1. Overview results via GitHub directly. This
Every week during influenza season, public health decision-makers need to anticipate what is coming: how many CI rcumve ntS th en eed fo r th e G it
people will be hospitalized next week, when the peak will hit, and how high it will go. In this lab you work as a human- . .
Al team to build a national influenza hospitalization forecasting system from real CDC data. d own loa d we d ISCU Ssed ea rl'l er b Ut
You define the vision and the rules. Al helps build and implement the solution. Think of Al as a very capable intern: fast ta keS a b it more ti me tO u p loa d fi l.eS.
and helpful, but it still needs direction. The clearer the guidance, the better the results. At the end of the day, you are Fi rSt yO u Wi ll_ wa nt to navigate to

)

your GitHub fork.

still the expert making the decisions.

»



= o bleicham-tester [ % SISMID-2026 -~

<> Code I Pullrequests () Actions [ Projects [0 wiki @ Securityand quality |~ Insights &2 Settings

SISMID-2026  Public 5P Pin | @ Watch 0 ~

Q Gotofile - Add file - <> Code ~
This branch is 2 commits ahead of and 1 commit behind bleicham/SISMID-2026:main . i1 Contrlf .
& Upload files

72f4290 . 2 minutes ago @ 37 Commits

¥ main ~ ¥ 1Branch © 0Tags

bleicham-tester Delete USE-ME/Bleichrodt_Amanda directory

Lab Materials/Day 1 - Lab Materials/Activity 1 lab-pagrials 14 hours ago

[ READMEmd U g RFADME for improved clarity and structure 19 hours ago

README g =

Step 2: Starting the Process of Uploading Files to

To start the process of uploading our files, we first are going
to click the Add file button in the upper right-hand corner.

coming: how many

As we already have the files on our local machine we want
to upload to GitHub, we need to click Upload files rather
than Create new file. This tells GitHub that we want to
search our local machine rather than create something
directly in GitHub.

hb you work as a human-

[ very capable intern: fast
end of the day, you are

Q Type [7]to search

¥ Eq

About b

No description, website, or topics
provided.

[0 Readme

Activity

0 stars

0 watching

< QO B 4

0 forks

Releases

No releases published
Create a new releass
Packages

No packages published
Publish your first package
Contributors

No contributors

Languages

N
® HTML 99.23% ® RO.8%

Suggested workflows
Based on your tech stack

a8 - + -0



= o bleicham-tester /| % SISMID-2026 ~ Q. Type (7] to search 8 - +~-| O N B2

<> Code I Pullrequests () Actions [ Projects [0 wiki @ Securityand quality |~ Insights &3 Settings

SISMID-2026 /

D

Drag files here to add them to vour repository

Or choose your files

Step 3: Uploading the Files

Commit changes

Add files via upload

To upload files, we are going to first click
Choose your files. This will open our file

Add an optional extended description...

explorer and allow us to drag over our entire

® -o- Commit directly to the main branch. USE'ME fOlder. GitHUb dOeS nOt al.l.OW yOU tO
O [ Create a new branch for this commit and start a pull request. Learn more about pull requests. SeleCt an entire fo lder tO u pload’ Only indiVid ual
[ Commit changes JIECIRY files. It will however let you drag over an entire

folder, which is what we will do for this activity.

Q © 2026 GitHub, Inc.  Terms  Privacy  Security Status Community Docs  Contact M



= o bleicham-tester / % SISMID-2026 ~ Q Type [7]to search 8 - +~ O I B &

€ w o > Documents » SISMID-2026 v C Search SISMID-2026 R

Step 4: Dragging the USE-ME folder

A Gty — S — As discussed on the previous slide, we want to
Y . —— W drag our USE-ME folder to GitHub. This ensures
8 Deskop retoaddthem § that the entire folder moves, and all files within
— R the folder stay within it for the move.
" e
9 Music To drag the folder, right click, and move your
- cursor over the Drag additional files here to add
them to your repository rectangle on GitHub.
“’ Click Cancel to close out the popup.
v @ Note: You may run into an issue where it says
_— ” the folder is too big. If this happens, do not
| upload the data folder (i.e., the folder that

contains the original data). You will have to
remove this folder from the USE-ME folder prior
to dragging into GitHub.

O © 2026 GitHub, Inc.  Terms rivacy  Secur



SISMID-2026 /

ﬁ Step 5: Checking the Uploads
Drag additional files here to adq
After dragging over the folder, you should see
each individual component included within, as
well as their respective file paths. If you notice
any issues, please let us know and we can help
debug!

Or choose you

[} JUSE-ME/Bleichrodt_Amanda/AGENTS.md

B JUSE-ME/Bleichrodt_Amanda/output/data/01_cleaning/cleanad_flu_admissions.csv

[} JUSE-ME/Bleichrodi_Amanda/output/figures/01_cleaning/epicurve_us_flu_admissions.png

D JUSE-ME/Bleichrodt_Amanda/rules.md

B JUSE-ME/Bleichrodt_Amanda/scripts/01_cleaning.R



Commit changes

activity_1_upload

Add an optional extended description...

@ -o- Commit directly to the main branch.

(0§ Create a new branch for this commit and start a pull request. Learn more about pull requests

:

Step 6: Commit Changes

We are now ready to save our files to GitHub. First, GitHub asks us to give the change a short title,

called a commit message. Delete the default text in the top box (it reads Add files via upload) and
typeactivity 1 uploadinstead. Then click the green Commit changes button. From now on,
always write clear commit messages, so you can easily tell what each change did later.




= o bleicham-tester / % SISMID-2026 ~

<> Code 1% Pullrequests () Actions [ Projects [0 wiki ) Security and quality [~ Insights 3 Settings

SISMID-2026  Public 5P Pin | ®Watch 0 ~

¥ main - ¥ 1Branch © 0Tags

This branch is 1 commit ahead of and 1 commit behind bleicham/SISMID-2026:main . i1 Contribute ~ 3 Syncfork ~

1345e0c - 2 minutes ago &) 27 Commits

bleicham activity_1_upload

USE-ME/Bleichrodt_Amanda activity_1_upload 2 minutes ago

L] README.md Update KEARNF for improved clanty and structure 3 hours ago

README Z

SISMID 2026: A Human-Al TeamingN\\pproach to
Infectious Disease Modeling

Q Go to file T Add file ~ <> Code ~

Q Type [7]to search

5 .

About o)

No description, website, or topics
provided.

[0 Readme

Activity

0 stars

0 watching

£ QO 3 ¢

0 forks

Releases

Mo releases published
Create a new release
Packages

No packages published
Publish your first package

I

Step 7: Back to our Fork

Now, let’s double-check everything worked. First, navigate back to your forked repo and refresh
the page. You should now see the newly committed (uploaded) folder within the USE-ME
directory. As we continue through the lab, we will add more output to this folder.




Please note: \When you update GitHub,
you only need to upload the files that you
changed. If a file did not change, do not
re-upload it. This keeps you under
GitHub's web upload limits, which only
apply when you use the web portal.



Task 2: Submitting a Pull Request

(Merging your fork and the class repository)



= o bleicham-tester / % SISMID-2026 ~

<> Code 1 Pull requests ® Actions H Projects [ Wiki 0] Security and quality

SISMID-2026  Public

¥ main - ¥ 1Branch © 0Tags

[~ Insights

This branch is 1 commit ahead of bleicham/SISMID-2826:main .

bleicham activity_1_upload

Lab Materials/Day 1 - Lab Materials/Activity 1

USE-ME

[ READMEmd

README

@3 Settings

Q Go to file

lab-materials

activity_1_upload

Update README for improved clarity andgftructure

=1

57 Pin & Watch 0 ~

Add file - <> Code ~
i1 Contribute ~

Sync fork ~

P22b - 1 minute ago &) 39 Commits

20 hours ago
1 minute ago

yesterday

Q Type [7]to search &8 - + -~ ®

W E, 0 -

About o)

No description, website, or topics
provided.

[0 Readme

Activity

0 stars

0 watching

£ QO 3 ¢

0 forks

Releases

Mo releases published

I

Click Contribute to start this process.

Step 1: Starting the Pull Request process

Now that we have updated our fork, we need to combine our updates with the main course
repository. The goal of this is to get some additional practice with GitHub, including submitting a
Pull Request. As a reminder, a Pull Requestis a way of asking the owner of the main project to
review the changes you made in your fork and add them to the original repository. In other words,
you are saying, “Here is what | changed. Please pull it into the main project.”

H &



= o bleicham-tester / % SISMID-2026 ~

<> Code

i1 Pull requests ® Actions B Projects [0 wiki 0] Security and quality [~ Insights 3 Settings

SISMID-2026  Public 2 Pin | & Watch 0

forked from bleicham/SISMID-2026

Q, Go to file T Add file ~ <> Code ~

i1 Contribute ~ 3 Syncfork -

¥ main ~ ¥ 1Branch © 0 Tags

This branch is 1 commit ahead of bleicham/SISMID-2826:main .

This branch is 1 commit ahead of bleicham/SISMID-2826:main . )
bleicham activity_1_upload ) sago L) 39 Commits
Open a pull request to contribute your changes upstream.

Lab Materials/Day 1 - Lab Materials/Ag 20 hours ago

USE-ME 1 minute ago
[ README.md Update README for i ved clarity and structure yesterday
README 7 =

SISMID 2026: A Human-Al Teaming ApNroach to

Q. Type 7] to search 8 -~

% Fork 0 - ¥f Star 0 -

About o)

No description, website, or topics
provided.

[0 Readme

Activity

0 stars

0 watching

0 forks

< OB ¢

Releases

No releases published
Create a new release

Packages

Step 2: Open the Pull Request

Next, we need to formally open the pull request. To do so, click Open pull request.

Every week during influenza season, public health decision-makers need to anticipate what is coming: how many
people will be hospitalized next week, when the peak will hit, and how high it will go. In this lab you work as a human-
Al team to build a national influenza hospitalization forecasting system from real CDC data.

You define the vision and the rules. Al helps build and implement the solution. Think of Al as a very capable intern: fast
and helpful, but it still needs direction. The clearer the guidance, the better the results. At the end of the day, you are

Languages

® HTML 99.3% ® RO7T%

Suggested workflows
Based on your tech stack

»



<

o bleicham-tester / % SISMID-2026 ~ Q Type (7] to search 8 - +~ (O B

Code {1 Pull requests ® Actions B Projects [ Wiki 0] Security and quality [ Insights 3 Settings

Comparing changes

Choose two branches to see what's changed or to start a new pull request. If you need to, you can also compare across forks or learn more about diff comparisons.

IN] base repository: bleicham/SISMID-2026 ~ base: main - @ head repository: bleicham-tester/SISMID-2026 ~ compare: main v

+ Able to merge. These branches can be automatically merged.

Add a title *

Helpful resources

activity_1_upload GitHub Community Guidelines

Add a description

Wite | Preview H B I Step 3: Comparing changes

We do not need to do much on this page (everything should

auto-populate). To finish submitting the pull request, click
Create pull request.

[ Markdown is supported [24 Paste, drop, or click to add files

Allow edits by maintainersjie) IS CETCY T RN [T -

@ Remember, contributions to this repository should follow our GitHub Community Guidelines.

-0- 1 commit 6 files changed A 1 contributor



[ ]
= o bleicham /| SISMID-2026 ~ Q. Type (7] to search 8 - +~- O I A &

I Pull requests 1

(® Actions [ Projects © Security and quality  [* Insights

Filters ~ Q is:pris:open > Labels 9  Milestones 0 New pull request

7 Closed Author Label - Projects = Milestones - Reviews - Assignee - Sort -

<{> Code @ Issued

- push

opened 3 minutes ago by bleicham-tester

Q ProTip! Adding no:label will show everything without a label.

O © 2026 GitHub, Inc. Terms  Privacy Security Status Community Docs Contact  Manage cookies Do not share my personal information

Step 4: Viewing the Pull Request

Our Pull Request has now been created. To view it, open the Pull requests tab at the top of the
course repository. Any open requests are listed here, so ours, test-push, shows up as 7 Open.
Click its title to see the details, including the changes we submitted and any comments from the
reviewer.




<

o bleicham /| S5ISMID-2026 ~

X? Pin

Add file ~ [ <> Code ~
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still the expert making the decisions.

and helpful, but it still needs direction. The clearer the guidance, the better the results. At the end of the day, you are

The heart of the lab is a single document, rules.md , that you author in plain language. It is the blueprint that

describes what the pipeline should do. Across the activities it grows from a data-cleaning spec into a full forecasting

Step 5: Viewing the Merged Pull Request

Our Pull Request has now been merged, which means the changes from our fork are now part of
the main repository. You can see this at the top of the file list, where the latest commit reads
Merge pull request #6. The files we uploaded now appear in the repository.

® HTML 99.3% ® RO.7%

Suggested workflows
Based on your tech stack

.
B &8

»



Important Reminder

Every time you
changes to your fork, remember
to also submit a to
the course repository. This
keeps your updates merged into
the class repo so everyone
stays in sync.
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